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Abstract During recent 20 years

the field of ancient DNA research has experienced a rapid development. Authentic DNA se-

quences from ancient human remains have provided very important information on human evolution blood relationship and migra-

tion making ancient DNA research an important field of molecular anthropology. This study illustrates ancient DNA extraction am-

plification and sequencing of 6 000-year-B. P. Yangshao Culture ancient human remains collected from first and second phase cul-

ture beds at Jiangzhai Site Lintong Shaanxi Province. Three 169 bp fragments from the hypervariable region [ in the mitochondri-

al genome have been obtained and authenticated. These ancient DNA sequences carry two point mutations in comparison with ho-

mologeous sequence of the modern Xi’an people’s. Moreover the authenticity of the ancient DNA sequence was obtained through the
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replication experiments in two different laboratories in China University of Geosciences and Zhongshan University as well as phyloge-

netic analysis. Among the 6 samples from the Jiangzhai Site three of them yielded authenticated ancient DNA sequence. The 50%

success ratio is higher than that of general ancient DNA research materials previously reported in the literature indicating the poten-

tial for further ancient DNA studies on human remains of Yangshao Culture for the purpose of blood relationship among different ar-

chaeological sites and human evolution.

Key words archaeology Yangshao Culture Jiangzhai Site ancient DNA authenticity analysis.
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